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/organism="Acinetobacter baumannii"
/mol type="genomic DNA"
/strain="arums.99.5.25"
/isolation source="trachea"
/host="Homo sapiens"
/db_xref="taxon:470"
/country="Iran"
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/mobile element type="integron:class 1"

<1..822

/gene="aadAl"

<1..822

/gene="aadAl"
/codon_start=1
/transl table=11
/product="aminoglycoside 3'-adenylyltransferase"
/protein id="QzF77850.1"

partial cds.

/translation="GSRPKTKLNIMREAVIAEVSTQLSEVVGVIERHLEPTLLAVHLY
GSAVDGGLKPHSDIDLLVTVTVRLDETTRRALINDLLETSASPGESEILRAVEVTIVV
HDDIIPWRYPAKRELQFGEWQRNDILAGIFEPATIDIDLAILLTKAREHSVALVGPAA
EELFDPVPEQDLFEALNETLTLWNSPPDWAGDERNVVLTLSRIWYSAVTGKIAPKDVA
ADWAMERLPAQYQPVILEARQAYLGQEEDRLASRADQLEEFVHYVKGEITKVVGK"
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/note="attC; IntI-type integrase recombination site"
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/note="3"'-conserved segment of class 1 integron;
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