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LOCUS       MT891124                 910 bp    DNA     linear   BCT 28-AUG-2021 

DEFINITION  Acinetobacter baumannii strain arums.99.5.25 class 1 integron 

            aminoglycoside 3'-adenylyltransferase (aadA1) gene, partial cds. 

ACCESSION   MT891124 

VERSION     MT891124.1 

KEYWORDS    SOURCE      Acinetobacter baumannii 

  ORGANISM  Acinetobacter baumannii 

            Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; 

            Moraxellaceae; Acinetobacter; Acinetobacter calcoaceticus/baumannii 

            complex. 

REFERENCE   1  (bases 1 to 910) 

  AUTHORS   Ashouri,P., Teimourpour,R., Nabavinia,M., Yousefipour,M. and 

            Mirzanejad-Asl,H. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (16-AUG-2020) Microbiology, Ardabil University of Medical 

            Science, Ardabil +98, Iran 

COMMENT     ##Assembly-Data-START## 

            Sequencing Technology :: Sanger dideoxy sequencing 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..910 

                     /organism="Acinetobacter baumannii" 

                     /mol_type="genomic DNA" 

                     /strain="arums.99.5.25" 

                     /isolation_source="trachea" 

                     /host="Homo sapiens" 

                     /db_xref="taxon:470" 

                     /country="Iran" 

     mobile_element  <1..>910 

                     /mobile_element_type="integron:class 1" 

     gene            <1..822 

                     /gene="aadA1" 

     CDS             <1..822 

                     /gene="aadA1" 

                     /codon_start=1 

                     /transl_table=11 

                     /product="aminoglycoside 3'-adenylyltransferase" 

                     /protein_id="QZF77850.1" 

                     /translation="GSRPKTKLNIMREAVIAEVSTQLSEVVGVIERHLEPTLLAVHLY 

                     GSAVDGGLKPHSDIDLLVTVTVRLDETTRRALINDLLETSASPGESEILRAVEVTIVV 

                     HDDIIPWRYPAKRELQFGEWQRNDILAGIFEPATIDIDLAILLTKAREHSVALVGPAA 

                     EELFDPVPEQDLFEALNETLTLWNSPPDWAGDERNVVLTLSRIWYSAVTGKIAPKDVA 

                     ADWAMERLPAQYQPVILEARQAYLGQEEDRLASRADQLEEFVHYVKGEITKVVGK" 

     misc_recomb     823..878 

                     /note="attC; IntI-type integrase recombination site" 

     misc_feature    879..>910 

                     /note="3'-conserved segment of class 1 integron; 3'CS" 

ORIGIN       

        1 ggcagtcgcc ctaaaacaaa gttaaacatc atgagggaag cggtgatcgc cgaagtatcg 

       61 actcaactat cagaggtagt tggcgtcatc gagcgccatc tcgaaccgac gttgctggcc 

      121 gtacatttgt acggctccgc agtggatggc ggcctgaagc cacacagtga tattgatttg 

      181 ctggttacgg tgaccgtaag gcttgatgaa acaacgcggc gagctttgat caacgacctt 

      241 ttggaaactt cggcttcccc tggagagagc gagattctcc gcgctgtaga agtcaccatt 

      301 gttgtgcacg acgacatcat tccgtggcgt tatccagcta agcgcgaact gcaatttgga 

      361 gaatggcagc gcaatgacat tcttgcaggt atcttcgagc cagccacgat cgacattgat 

      421 ctggctatct tgctgacaaa agcaagagaa catagcgttg ccttggtagg tccagcggcg 

      481 gaggaactct ttgatccggt tcctgaacag gatctatttg aggcgctaaa tgaaacctta 

      541 acgctatgga actcgccgcc cgactgggct ggcgatgagc gaaatgtagt gcttacgttg 

      601 tcccgcattt ggtacagcgc agtaaccggc aaaatcgcgc cgaaggatgt cgctgccgac 

      661 tgggcaatgg agcgcctgcc ggcccagtat cagcccgtca tacttgaagc tagacaggct 

      721 tatcttggac aagaagaaga tcgcttggcc tcgcgcgcag atcagttgga agaatttgtc 

      781 cactacgtga aaggcgagat caccaaggta gtcggcaaat aatgtctaac aattcgttca 

      841 agccgacgcc gcttcgcggc gcggcttaac tcaagcgtta gatgcactaa gcacataatt 

      901 gctcacagcc 
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