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2021 

DEFINITION  Acinetobacter baumannii strain arums.99.5.26 class 1 integron 

            integrase IntI1 (intI1) gene, partial cds. 

ACCESSION   MT891123 

VERSION     MT891123.1 

KEYWORDS    . 

SOURCE      Acinetobacter baumannii 

  ORGANISM  Acinetobacter baumannii 

            Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; 

            Moraxellaceae; Acinetobacter; Acinetobacter 

calcoaceticus/baumannii 

            complex. 

REFERENCE   1  (bases 1 to 420) 

  AUTHORS   Ashouri,P., Teimourpour,R., Nabavinia,M., Yousefipour,M. and 

            Mirzanejad-Asl,H. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (16-AUG-2020) Microbiology, Ardabil University of 

Medical 

            Science, Ardabil +98, Iran 

COMMENT     ##Assembly-Data-START## 

            Sequencing Technology :: Sanger dideoxy sequencing 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..420 

                     /organism="Acinetobacter baumannii" 

                     /mol_type="genomic DNA" 

                     /strain="arums.99.5.26" 

                     /isolation_source="trachea" 

                     /host="Homo sapiens" 

                     /db_xref="taxon:470" 

                     /country="Iran" 

     gene            <1..>420 

                     /gene="intI1" 

     CDS             <1..>420 

                     /gene="intI1" 

                     /codon_start=3 

                     /transl_table=11 

                     /product="integrase IntI1" 

                     /protein_id="QZF77849.1" 

                     

/translation="KDRALMLPESLAPSLREQLSRARAWWLKDQAEGRSGVALPDALE 

                     

RKYPRAGHSWPWFWVFAQHTHSTDPRSGVVRRHHMYDQTFQRAFKRAVEQAGITKPAT 

                     PHTLRHSFATALLRSGYDIRTVQDLLGHSDVSTTMIY" 

     mobile_element  <1..>420 

                     /mobile_element_type="integron:class 1" 

ORIGIN       

        1 ccaaggatcg ggccttgatg ttacccgaga gcttggcacc cagcctgcgc gagcagctgt 

       61 cgcgtgcacg ggcatggtgg ctgaaggacc aggccgaggg ccgcagcggc gttgcgcttc 

      121 ccgacgccct tgagcggaag tatccgcgcg ccgggcattc ctggccgtgg ttctgggttt 

      181 ttgcgcagca cacgcattcg accgatccac ggagcggtgt cgtgcgtcgc catcacatgt 

      241 atgaccagac ctttcagcgc gccttcaaac gtgccgtaga acaagcaggc atcacgaagc 

      301 ccgccacacc gcacaccctc cgccactcgt tcgcgacggc cttgctccgc agcggttacg 

      361 acattcgaac cgtgcaggat ctgctcggcc attccgacgt ctctacgacg atgatttaca 

https://www.ncbi.nlm.nih.gov/nuccore/MT891123.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/MT891123.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/MT891123.1?report=genbank#goto2084775295_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=470
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=470
https://www.ncbi.nlm.nih.gov/nuccore/MT891123.1?from=1&to=420
https://www.ncbi.nlm.nih.gov/nuccore/MT891123.1?from=1&to=420
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/2084775296
https://www.ncbi.nlm.nih.gov/nuccore/MT891123.1?from=1&to=420


 


