Acinetobacter baumannii strain arums.99.5.26 class 1

integron integrase Intll (intll) gene, partial cds
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LOCUS MT891123 420 bp DNA linear BCT 28-AUG-
2021
DEFINITION Acinetobacter baumannii strain arums.99.5.26 class 1 integron
integrase IntIl (intIl) gene, partial cds.
ACCESSION MT891123
VERSION MT891123.1
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FEATURES Location/Qualifiers
source 1..420
/organism="Acinetobacter baumannii"
/mol type="genomic DNA"
/strain="arums.99.5.26"
/isolation source="trachea"
/host="Homo sapiens"
/db_xref="taxon:470"
/country="Iran"
gene <1..>420
/gene="intI1"
CDS <1..>420

/gene="intI1l"
/codon_start=3

/transl table=11
/product="integrase IntIl"
/protein id="QZF77849.1"

/translation="KDRALMLPESLAPSLREQLSRARAWWLKDQAEGRSGVALPDALE

RKYPRAGHSWPWEWVFAQHTHSTDPRSGVVRRHHMYDQTFQRAFKRAVEQAGITKPAT

mobile

ORIGIN

1 ccaaggatcg
cgcgtgcacg
ccgacgccct
ttgcgcagca
atgaccagac
ccgccacacc
acattcgaac

61
121
181
241
301
361

PHTLRHSFATALLRSGYDIRTVQDLLGHSDVSTTMIY"
<1..>420
/mobile element type="integron:class 1"

element

ggccttgatg
ggcatggtgg
tgagcggaag
cacgcattcg
ctttcagcgce
gcacaccctc
cgtgcaggat

ttacccgaga
ctgaaggacc
tatccgcgeg
accgatccac
gccttcaaac
cgccactcgt
ctgctcggcece

gcttggcacc
aggccgaggg
ccgggcattce
ggagcggtgt
gtgccgtaga
tcgcgacggce
attccgacgt

cagcctgcgce
ccgcagcggce
ctggccgtgg
cgtgcgtcgce
acaagcaggc
cttgctccgce
ctctacgacg

gagcagctgt
gttgcgcttc
ttctgggttt
catcacatgt
atcacgaagc
agcggttacg
atgatttaca
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