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DEFINITION  Acinetobacter baumannii strain acineto.20.7.99.arums homologous 

            recombination factor (recA) gene, partial cds. 

ACCESSION   MW092107 

VERSION     MW092107.1 

KEYWORDS    . 

SOURCE      Acinetobacter baumannii 

  ORGANISM  Acinetobacter baumannii 

            Bacteria; Proteobacteria; Gammaproteobacteria; Pseudomonadales; 

            Moraxellaceae; Acinetobacter; Acinetobacter 

calcoaceticus/baumannii 

            complex. 

REFERENCE   1  (bases 1 to 369) 

  AUTHORS   Ashouri,P., Teimourpour,R., Mohammadshahi,J. and Mirzanejad-

Asl,H. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (10-OCT-2020) Department of Microbiology, Ardabil 

            University of Medical Science, Ardabil +98, Iran 

COMMENT     ##Assembly-Data-START## 

            Sequencing Technology :: Sanger dideoxy sequencing 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..369 

                     /organism="Acinetobacter baumannii" 

                     /mol_type="genomic DNA" 

                     /strain="acineto.20.7.99.arums" 

                     /isolation_source="trachea" 

                     /host="Homo sapiens" 

                     /db_xref="taxon:470" 

                     /country="Iran" 

     gene            <1..>369 

                     /gene="recA" 

     CDS             <1..>369 

                     /gene="recA" 

                     /codon_start=2 

                     /transl_table=11 

                     /product="homologous recombination factor" 

                     /protein_id="QZF77855.1" 

                     

/translation="CQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQAL 

                     

EIADMLVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKR 

                     SNCMVIFINQIRMKIGVMFG" 

ORIGIN       

        1 atgtcaaaaa tctggtggta catgtgcctt cattgatgct gagcacgccc tagaccctca 

       61 atatgcacgc aaacttggtg tagatattga taacctactt gtttcacaac ccgacaacgg 

      121 tgagcaagca cttgaaattg ctgacatgct tgtccgttca ggcgcaattg atttaatcgt 

      181 tgtggactcg gtagctgcac ttacccctaa agcagaaatc gaaggtgaga tgggtgactc 

      241 tcatatgggt ctacaagcac gtcttatgag ccaggcactt cgtaaaatta cgggtaatgc 

      301 taaacgttca aactgtatgg ttatcttcat taaccagatt cgtatgaaaa ttggtgtaat 

      361 gtttggcag 

// 

https://www.ncbi.nlm.nih.gov/nuccore/MW092107.1?report=fasta
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