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LOCUS       MT919241                 220 bp    DNA     linear   BCT 28-AUG-

2021 

DEFINITION  Helicobacter pylori strain arums.pr99.6.1.2 urease C (ureC) 

gene, 

            partial cds. 

ACCESSION   MT919241 

VERSION     MT919241.1 

KEYWORDS    . 

SOURCE      Helicobacter pylori 

  ORGANISM  Helicobacter pylori 

            Bacteria; Proteobacteria; Epsilonproteobacteria; 

Campylobacterales; 

            Helicobacteraceae; Helicobacter. 

REFERENCE   1  (bases 1 to 220) 

  AUTHORS   Javanbakht,P., Peeridogaheh,H. and Teimourpour,R. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (22-AUG-2020) Microbiology, Ardabil University of 

Medical 

            Science, Ardabil +98, Iran 

COMMENT     ##Assembly-Data-START## 

            Sequencing Technology :: Sanger dideoxy sequencing 

            ##Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..220 

                     /organism="Helicobacter pylori" 

                     /mol_type="genomic DNA" 

                     /strain="arums.pr99.6.1.2" 

                     /isolation_source="gastric biopsy" 

                     /host="Homo sapiens" 

                     /db_xref="taxon:210" 

                     /country="Iran" 

     gene            <1..>220 

                     /gene="ureC" 

     CDS             <1..>220 

                     /gene="ureC" 

                     /codon_start=2 

                     /transl_table=11 

                     /product="urease C" 

                     /protein_id="QZF77851.1" 

                     

/translation="VATNMSNLALKEYLKSQDLELKHCAIGDKFVSECMRLNKANFGG 

                     EQSGHIIFSDYAKTGDGLVCALQVSALVL" 

ORIGIN       

        1 tgtcgctaca aacatgagca atttagccct taaagaatac ttaaaatccc aagatttaga 

       61 attgaagcat tgcgcgattg gggataagtt tgtgagcgaa tgcatgcgat tgaataaagc 

      121 caattttgga ggcgaacaaa gcgggcatat catttttagc gattacgcta aaaccggcga 

      181 tggtttggtg tgcgctttgc aagtgagcgc gttagtgtta 

// 

 

https://www.ncbi.nlm.nih.gov/nuccore/MT919241.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/MT919241.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/MT919241.1?report=genbank#goto2084775299_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=210
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=210
https://www.ncbi.nlm.nih.gov/nuccore/MT919241.1?from=1&to=220
https://www.ncbi.nlm.nih.gov/nuccore/MT919241.1?from=1&to=220
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/2084775300

