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Location/Qualifiers
1..620
/organism="Acinetobacter baumannii"
/mol type="genomic DNA"
/strain="arums.MPRMM.1"
/isolation source="trachea"
/host="Homo sapiens"
/db_xref="taxon:470"
/country="Iran"
/PCR_primers="fwd name: fabl-f, fwd seq:
atgctgaaaattgttttgagtgaga, rev name: fabl-r, rev_ seq:
ttcatcatccttcatagattggctce”
<1..>620
/gene="fablI"
<1..>620


https://www.ncbi.nlm.nih.gov/nuccore/MW486166.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/MW486166.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/MW486166.1?report=genbank#goto2238861622_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=470
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=470
https://www.ncbi.nlm.nih.gov/nuccore/MW486166.1?from=1&to=620
https://www.ncbi.nlm.nih.gov/nuccore/MW486166.1?from=1&to=620

/gene="fabI"

/codon_start=1

/transl table=11

/product="enoyl-ACP reductase"
/protein id="UQM99425.1"

/translation="FLIAGVASKLSIAYGIAQALHREGAELAFTYPNEKLKKRVDEFA

EQFGSKLVFPCDVAVDAEIDNAFAELAKHWDGVDGVVHSIGFAPAHTLDGDEFTDVTDR

DGFKIAHDISAYSEFVAMARAAKPLLOQARQGCLLTLTYQGSERVMPNYNVMGMAKASLE

ORIGIN

61
121
181
241
301
361
421
481
541
601

//

tttttgattg
caccgtgaag
gatgagtttg
gctgaaattg
gtgcactcaa
gaccgtgacg
cgtgctgcaa
ggttctgagc
gctggcgttc
tctgcgggtce
gatgctaacg

caggcgttgce
gtgctgagct
ctgagcaatt
ataatgcatt
tcggetttge
gttttaaaat
aacctttatt
gcgttatgcecce
gttacttggc
caattcgtac

aaaaagttgc

tagtaaatta
tgcatttact
cggttctaag
tgcggaactt
acctgcacac
tgctcatgac
acaagctcgc
taactacaac
atcaagtttg
tttggctgct

tcaattgctt
tatccaaacg
cttgtgtttc
gcaaaacatt
acgcttgacg
attagcgcat
caaggttgtt
gtaatgggta
ggtgttgacg
tctggtatta

atggtattgc
aaaaattaaa
catgtgatgt
gggacggcgt
gtgactttac
acagctttgt
tattaacttt
tggcaaaagc
gtatccgtgt
aatctttccg

AGVRYLASSLGVDGIRVNAISAGPIRTLAASGIKSFRKMLDANEKVA"

acaagcatta
aaaacgtgta
tgccgttgat
agacggtgtt
tgacgtgact
tgcaatggca
gacttaccaa
atctttagaa
aaacgcaatt

taaaatgcta


https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/2238861623

