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DEFINITION  Acinetobacter baumannii strain arums.MPRMM.2 chlorhexidine efflux 

            PACE transporter AceI (aceI) gene, partial cds. 

ACCESSION   MW486167 

VERSION     MW486167.1 

KEYWORDS    . 

SOURCE      Acinetobacter baumannii 

  ORGANISM  Acinetobacter baumannii 

            Bacteria; Proteobacteria; Gammaproteobacteria; Moraxellales; 

            Moraxellaceae; Acinetobacter; Acinetobacter calcoaceticus/baumannii 

            complex. 

REFERENCE   1  (bases 1 to 340) 

  AUTHORS   Namaki,M., Ashouri,P., Teimourpour,R., Sardari,M. and Arzanlou,M. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (16-JAN-2021) Department of Microbiology, Ardabil 

            University of Medical Science, Ardabil, Iran 

COMMENT     ##Assembly-Data-START## 

            Sequencing Technology :: Sanger dideoxy sequencing 
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FEATURES             Location/Qualifiers 

     source          1..340 

                     /organism="Acinetobacter baumannii" 

                     /mol_type="genomic DNA" 

                     /strain="arums.MPRMM.2" 

                     /isolation_source="trachea" 

                     /host="Homo sapiens" 

                     /db_xref="taxon:470" 

                     /country="Iran" 

                     /PCR_primers="fwd_name: ace1-f, fwd_seq: 

                     atgttgatttccaagagaagactca, rev_name: ace1-r, rev_seq: 

                     tgctttagcatttgggaaaaactta" 

     gene            <1..>340 

                     /gene="aceI" 

     CDS             <1..>340 

                     /gene="aceI" 

                     /codon_start=1 

                     /transl_table=11 

                     /product="chlorhexidine efflux PACE transporter AceI" 

                     /protein_id="UQM99426.1" 

                     /translation="LLVIIAIALSFIFDMPMEVTGTLGVFMAVVSVFWNMIFNHYFEK 

                     VEHKFNWERTISVRILHAIGFEGGLLIATVPMIAYMMQMTVIDAFILDIGLTLCILVY 

                     TFIFQWCYDHI" 

ORIGIN       

        1 ttgttggtca tcattgcgat tgcattaagt tttatttttg acatgccgat ggaagtgacc 

       61 ggaacacttg gtgtgtttat ggcagtggtt tcagttttct ggaatatgat ttttaaccac 

      121 tatttcgaaa aagtagaaca taaatttaat tgggaaagaa cgatctctgt gcggatttta 

      181 catgcgattg gttttgaggg tggtttgctg attgcgactg ttccaatgat tgcatatatg 

      241 atgcagatga cagtgattga tgcatttatt ttagatatag gtttgacctt atgtattttg 

      301 gtttatacct ttattttcca gtggtgctat gaccatattg 
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