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FEATURES             Location/Qualifiers 

     source          1..200 

                     /organism="Helicobacter pylori" 

                     /mol_type="genomic DNA" 

                     /strain="PRHR99.3" 

                     /isolation_source="stomach" 

                     /host="Homo sapiens" 

                     /db_xref="taxon:210" 

                     /country="Iran" 

     gene            <1..>200 

                     /gene="oipA" 

     CDS             <1..>200 

                     /gene="oipA" 

                     /codon_start=2 

                     /transl_table=11 

                     /product="outer inflammatory protein OipA" 

                     /protein_id="UQM99423.1" 

                     

/translation="SLSLSFWLHAERNGFYLGLNFLEGSYIQGQGSIGEKASAENALN 

                     EAINNAKNSLFPEQNTKAIRDA" 

ORIGIN       

        1 ctctctctct ctctcgttct ggctccatgc tgaaaggaac gggttttatt taggtttaaa 

       61 ttttctagaa ggaagctata ttcaaggaca aggcagcatc ggcgaaaaag cttcagcaga 

      121 aaacgcctta aatgaagcga tcaataacgc aaaaaattca ttattccccg aacaaaacac 

      181 aaaagccata agagatgcac 
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