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FEATURES Location/Qualifiers
source 1..571
/organism="Helicobacter pylori"
/mol_type="genomic DNA"
[strain="PRHR99.2"
fisolation_source="stomach"
/host=""Homo sapiens"
/db_xref="taxon:210"
/country="Iran"

gene <1..>571
/gene="dupA"

CDS <1..>571
/gene="dupA"

/codon_start=1

[transl_table=11

/product="duodenal ulcer-promoting protein A"

/protein_id="UQM99422.1"
ftranslation="DYNGIETFKRFIAVKAYDVDNITSLALSNLLCEKFNLDILLTIE

AMDKERALFFIRERKKRSKDISYQNIEYLEQMVSTDRAQIQKVSLSIMVFANSKKELD
KKSIHVYNTLKKEGFSAVLESINMRPIFFSFFPERNFLNSRLRPQTSQNIASLIMFEK
YQEGFKENSWGDCPVSVFKNQNGSAHFFNF"

ORIGIN

1 gactataacg gaatagagac ttttaagcgt tttattgctg tgaaagctta tgatgtggat

61 aatatcactt ctttggcttt atctaatctt ttgtgtgaaa agtttaactt agacattttg
121 cttaccatag aagctatgga taaagaaaga gctttgtttt ttattagaga gcgtaaaaaa
181 cgctctaaag atattagcta tcaaaatata gaatatttag agcaaatggt ttctactgac
241 agagcacaaa tacaaaaagt tagtttatca atcatggttt ttgctaattc taaaaaagaa
301 ttagataaaa aatcaattat tgtatataac actttgaaaa aagaaggctt ttcagcggtt
361 ttagaaagca tcaatatgcg tcctatattt ttttcatttt ttcctgaaag aaacttttta
421 aattcacgcc taagacctca aactagccaa aatattgcta gtttgattat gtttgaaaaa
481 tatcaagaag gctttaaaga aaatagttgg ggggattgtc ctgtcagcgt gtttaaaaat
541 caaaatggat cagcccactt tttcaatttt ¢

1


https://www.ncbi.nlm.nih.gov/nuccore/MW486163.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/MW486163.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/MW486163.1?report=genbank#goto2238861404_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=210
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=210
https://www.ncbi.nlm.nih.gov/nuccore/MW486163.1?from=1&to=571
https://www.ncbi.nlm.nih.gov/nuccore/MW486163.1?from=1&to=571
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/2238861405

