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LOCUS MZ936479 520 bp DNA linear BCT 27-0CT-2022

DEFINITION Acinetobacter baumannii strain arums.A.400.4.13 topoisomerase IV
subunit A (parC) gene, partial cds.

ACCESSION MZ936479

VERSION MZ936479.1
KEYWORDS .
SOURCE Acinetobacter baumannii

ORGANISM Acinetobacter baumannii
Bacteria; Proteobacteria; Gammaproteobacteria; Moraxellales;
Moraxellaceae; Acinetobacter; Acinetobacter calcoaceticus/baumannii
complex.
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FEATURES Location/Qualifiers
source 1..520

/organism="Acinetobacter baumannii"

/mol_type="genomic DNA"

/strain="arums.A.400.4.13"

/isolation_source="trachea"

/host="Homo sapiens"

/db_xref="taxon:470"

/country="Iran"

<1..>520

/gene="parc"

<1..>520

/gene="parC"

/codon_start=2

/transl_table=11

/product="topoisomerase IV subunit A"
/protein_id="UYM80413.1"
/translation="RYTEAKLSAYSELLLSELGQGTSEWQDNFDGSLKEPITLPARVP
NILLNGTTGIAVGMATDIPPHNLREVVKGTIALIRNPQTSDEKLAEYIPAPDLPTKAE
IITPPEELLKIQTTGRGSYRMRAVYTIEKNEIVITELPYQVSGSKVITQIADQMQAKK
LPLVVDVRDESDH"

ORIGIN
1 gcgttatacc gaagccaaac tctcggctta tagtgaatta ttgctgagcg aattaggtca
61 gggcactagc gaatggcaag ataactttga tggttcttta aaagaaccga tcactttacc
121 tgcacgtgta cctaatattc ttcttaatgg tacgacaggt attgctgtcg ggatggcaac
181 tgatatcccg ccacataatt tgcgtgaagt tgtaaaaggc acaattgctt taatccgtaa
241 tccgcaaacc tcggacgaaa aattagctga atatattcca gctccggatt taccaaccaa
301 agctgaaatt attaccccgc cagaagaatt actcaaaatc cagaccactg gtcgtggcag
361 ttaccgtatg cgagcggtat ataccattga gaaaaatgaa atcgtaatta ctgagctgcc
421 atatcaagtc tctggttcta aggtaattac tcaaattgct gaccagatgc aggctaaaaa
481 gctgccatta gtcgtcgatg tgcgtgatga gtcggatcat
//
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