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GenBank: MZ936478.1
FASTA  Graphics

Go to:

LOCUS MZ936478 460 bp DNA linear BCT 27-0CT-2022

DEFINITION Acinetobacter baumannii strain arums.A.400.4.13 GyrA (gyrA) gene,
partial cds.

ACCESSION MZ936478

VERSION MZ936478.1
KEYWORDS .
SOURCE Acinetobacter baumannii

ORGANISM Acinetobacter baumannii
Bacteria; Proteobacteria; Gammaproteobacteria; Moraxellales;
Moraxellaceae; Acinetobacter; Acinetobacter calcoaceticus/baumannii
complex.
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FEATURES Location/Qualifiers
source 1..460

/organism="Acinetobacter baumannii"
/mol_type="genomic DNA"
/strain="arums.A.400.4.13"
/isolation_source="trachea"
/host="Homo sapiens"
/db_xref="taxon:470"
/country="Iran"

gene complement(<1..>460)
/gene="gyrA"

DS complement(<1..>460)
/gene="gyrA"

/codon_start=2
/transl_table=11
/product="GyrA"
/protein_id="UYM80412.1"
/translation="KSARVVGDVIGKYHPHGDLAVYETIVRMAQDFSLRYLLVDGQGN
FGSIDGDSAAAMRYTEVRMTKLAHELLADLEKDTVDWEDNYDGSERIPEVLPTRVPNL
LINGAAGIAVGMATNMAPHNMTEVVNACLAYADNPNISIEGLMEYITGPDF"
ORIGIN
1 gaagtcaggg ccggtaatgt attccatcaa tccttcaatc gagatattcg gattgtcage
61 ataagccaaa caagcattca caacttctgt catgttgtgt ggtgccatgt tagttgccat
121 acctacagca ataccagcag caccgttaat taacaagttt ggaacacgtg tcggaagtac
181 ttcagggata cgttccgaac cgtcgtagtt atcttcccag tcaactgtgt ctttttctaa
241 atctgcaaga agctcatgtg ccagcttagt catacggact tcggtataac gcattgccgce
301 agcgctatca ccatcgatcg aaccgaagtt accctgacca tcaaccaata aataacgtaa
361 gctaaagtct tgagccatac gaacaatggt ttcataaaca gctaagtcac catgcgggtg
421 atatttaccg attacgtccc caacgacacg agcagatttc
//
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