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FEATURES Location/Qualifiers
source 1..285

/organism="Helicobacter pylori"
/mol_type="genomic DNA"
/strain="PRHR1400.3.26.4"
/isolation_source="stomach"
/host="Homo sapiens"”
/db_xref="taxon:210"
/country="Iran"

gene <1..>285
/gene="cagA"

CDS <1..>285

........... P

/codon_start=3
/transl_table=11
/product="pathogenicity island protein"
/protein_id="UXR27258.1"
/translation="NPTKKNQYFSDFIDKSNDLINKDALIDVESSTKSFQKFGDQRYR
IFTSWVSHQDDPSKINTRSIRNFMENIIQPPIPDDKEKAEFLKSAKQSFA"

ORIGIN

[y

aaaatcctac caaaaagaat cagtattttt cagactttat cgataagagc aatgatttaa
61 tcaacaaaga cgctctcatt gatgtagaat cttccacaaa gagctttcag aaatttgggg
121 atcagcgtta ccgaattttc acaagttggg tgtcccatca agacgatccg tctaaaatca
181 acacccgatc gatccgaaat tttatggaaa atatcataca accccctatc cctgatgaca
241 aagaaaaagc agagtttttg aaatctgcca aacaatcttt tgcag
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