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Klebsiella pneumoniae strain IRN-167 aminoglycoside 6'-N-acetyl transferase type Ib-cr
(aac(6')-Ib-cr) gene, partial cds
GenBank: OM831130.1
FASTA  Graphics

Go to:

LOCUS       OM831130                 311 bp    DNA     linear   BCT 22-DEC-2022
DEFINITION  Klebsiella pneumoniae strain IRN-167 aminoglycoside 6'-N-acetyl
            transferase type Ib-cr (aac(6')-Ib-cr) gene, partial cds.
ACCESSION   OM831130
VERSION     OM831130.1
KEYWORDS    .
SOURCE      Klebsiella pneumoniae
  ORGANISM  Klebsiella pneumoniae
            Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacterales;
            Enterobacteriaceae; Klebsiella/Raoultella group; Klebsiella.
REFERENCE   1  (bases 1 to 311)
  AUTHORS   Javanbakht,P., Mohammadshahi,J., Babazadeh,F. and Teimourpour,R.
  TITLE     Direct Submission
  JOURNAL   Submitted (24-FEB-2022) Department of Microbiology, Ardabil
            University of Medical Science, Ardabil, Daneshgah St. Ardabil
            Complex University, Ardabil +98, Iran
COMMENT     ##Assembly-Data-START##
            Sequencing Technology :: Sanger dideoxy sequencing
            ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     source          1..311
                     /organism="Klebsiella pneumoniae"
                     /mol_type="genomic DNA"
                     /strain="IRN-167"
                     /isolation_source="hospital wastewater"
                     /db_xref="taxon:573"
                     /country="Iran"
     gene            <1..>311
                     /gene="aac(6')-Ib-cr"
     CDS             <1..>311
                     /gene="aac(6')-Ib-cr"
                     /codon_start=1
                     /transl_table=11
                     /product="aminoglycoside 6'-N-acetyl transferase type
                     Ib-cr"
                     /protein_id="WAS27843.1"
                     /translation="LAQESVTPYIAMLNGEPIGYAQSYVALGSGDGRWEEETDPGVRG
                     IDQLLANASQLGKGLGTKLVRALVELLFNDPEVTKIQTDPSPSNLRAIRCYEKAGFER
                     QG"
ORIGIN      
        1 ttagcgcaag agtccgtcac tccatacatt gcaatgctga atggagagcc gattgggtat
       61 gcccagtcgt acgttgctct tggaagcggg gacggacggt gggaagaaga aaccgatcca
      121 ggagtacgcg gaatagacca gttactggcg aatgcatcac aactgggcaa aggcttggga
      181 accaagctgg ttcgagctct ggttgagttg ctgttcaatg atcccgaggt caccaagatc
      241 caaacggacc cgtcgccgag caacttgcga gcgatccgat gctacgagaa agcggggttt
      301 gagaggcaag g
//
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